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acid in regulating ripening and quality of strawberry, a model non-climacteric fruit. Hort Res 9:
uhac089.

(7~f]: 1.Zeng D, Liu T, Tan J, Zhang YL, Zheng ZY, Wang B, Zhou DG, Xie XR,
Guo MH, Liu YG*, Zhu QL*. (2020) PhieCBEs: Plant High-Efficiency Cytidine Base Editors
with Expanded Target Range. Mol Plant 13(12):1666-1669.)
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1. FaARF /% IAAJABA X Z & R L0 F H & A B R L FENS, EX 8 ARF
£ ZHFFAFELTE, 2022.01-2024.12, 30 77, E£#

2. ERRERXG S EAEMEAEEERBN S THE, T HEARFELT LW
B, 2025.03-2028.03, 10 /7, *#

3. MRREWMRFEMN & R AZEN S TNH, THEARFESFTFFAFES
JH, 2024.05-2027.04, 8 /1, F#

4. THEAF, mEBERALBEHEF, 2024.01-2026.12, 50 77, £

5. T HAY, K¥FRAAFHEHITE, 2023.07-2025.07,10 /7 £+
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2. FRT, FH: WL, B B#HER

E-mail: bgli@gxu.edu.cn  Bt5E77 . MMk B A% 5 vude & o TALGR AT

SV & /- (B3t https://prof.gxu.edu.cn/teacherDetails/6ab443c4-5b59-45d9-89e9-d75355¢778ec) -
EREF, B, £PRULA¥EL/ELE, WAKBRERE, T EAFKFR, 8l#%&, ALHAKE
R, TRFERLENRERFEANAEBRELALRFARRR. EENFHERAAFE5REL

W FENF BN TN, FRAAFETRERABATREABEANTHRE, BN HERLTEN

mEE., WEHERLTENEIEENE, CEREEE. BN R T 202 TNE. %
FEFERALMFE S, BXEAHL XN TRA, S HERHNFELELH R LTE 5

it B4 DL % —fE 4 53 1 {E # 7 Plant Biotechnology Journal (2 % ). International Journal of Biological

Macromolecules. Crop Journal F £ 1 X 2<% £ % % SCI it L 4 &, 5 5 7 Nature Genetics.Advanced
Science. New Phytologist 4F 4% % & & & A-F SCI it L 10 & & . 1 Genes # | Guest editor, Genome
Biology. Plant Biotechnology Journal. Plants People planet % % A~ 4 41/48 4 5 %0 4 B F| F fa A .
REMEERR: UF—FHRERAERETAT SCl X (F—EE#, B

1. Baoqi Li#, Mengmeng Zhang#, Weinan Sun, et al., N6-methyladenosine RNA modification regulates
cotton drought response in a Ca2+ and ABA-dependent manner. Plant Biotechnology Journal, 2023, 21(6):
1270-1285 (5 4 IF=13.2)

2. Baoqi Li#*, Cheng Feng, Wenhao Zhang, et al., Comprehensive non-coding RNA analysis reveals specific
IncRNA/circRNA-miRNA-mRNA regulatory networks in cotton response to drought stress. International
Journal of Biological Macromolecules, 2023, 253(Pt 1): 126558. (5 £F IF=7.8)

3. Baoqi Li, Lin Chen, Weinan Sun, et al., Phenomics-based GWAS analysis reveals the genetic architecture
for drought resistance in cotton. Plant Biotechnology Journal, 2020, 18(12): 2533-2544. (5 4F IF=13.2)
4. Baoqi Li#, Qin Tian#, Xuwen Wang#, et al., Phenotypic plasticity and genetic variation of cotton yield
and its related traits under water-limited conditions. The Crop Journal, 2020, 8(6): 966-976. (5 £ IF=6.5)

EFIE

. THEANZELFTFFESL: HENRENRAFAR ML TEREWARERNELER, B
2025GXNSFBA069155, T H F[R: 2025-2028, £%: 8 17U, £#

2. BREEF AR TFRA, HAEMEEENZE S RIE, TUE FIR: 2024-2027, £%: 40 77
T, £

3. A, BERATBEHEE, 2024/01-2027/12, £%: 50 Ft, 5

4, ITHEARE, RERAAKBTE, 2024/01-2025/12, %£%: 10 fFt, £

5. BEXREAMFESLFFE S GhALKBHIOB /5 GhCNGC4 %= F # 5 5B AR T 2o b 8y
AT HLE, TUEER: 2023-2025, £%: 30 /6, £#
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“a. FEE, ¥ BLHRLE, BK: HF
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FRAEM: HXEMGRERES LT ENF
= i A

ZEE,MEARW, EENERX M BAER LR WIS TEWF R LIHNAC
BT NAPLHEE MR LR, AR D T HS EREHXERFT. B, ©ERT
B A & N EE /-5 DNA B3 i % sk i . &k 2025 £ 5 A, EENAF AT E
A FRAH 50 &, 2 SCIHE K 50 & , & AXUE # 6 T, 3 (£ Agronomy #7 Horticulture
445 Z FE Y%, Plant Cell and Environment. Horticulture Research. International Journal of
Biological Macromolecules 45 4 5 & 48 A .

RFERR:

1. Qi,J, Li,S. X, Su,J., Ly, Y.S., Yu, WJ., Li, C.X*. The role of m6A in plant development,
stress response, and agricultural practices. Horticultural Plant Journal. 2025.

2. Lu, X.F., Cui, J., Qi, J., Li, S.X., Yu, W.J., Li, C.X*. The strigolactones-mediated DNA
demethylation activates the phosphoinositide pathway in response to salt stress. International
Journal of Biological Macromolecules. 2025, 301, 139954.

3. Li, C.X*,, Cui, J., Lu, X.F., Shi, M.M., Xu, J.R., Yu, W.J*. Function of DNA methylation in
fruits: a review. International Journal of Biological Macromolecules. 2024, 282, 137086.

4. Li, C.X., Hou, X.M., Zhao, Z.X., Liu, H.W., Huang, P.P., Shi, M.M., Wu, X.T., Gao, R., Liu,
Z.Y., Wei, LJ., Li, Y.H., Liao, W.B*. A tomato NAC transcription factor, SINAP1, directly
regulates gibberellin-dependent fruit ripening. Cellular & Molecular Biology Letters. 2024, 29,
57.

5. Li, C.X*,, Xu, J.R,, Liu, Y.Z., Lu, X.F., Li, S.X,, Cui, J.,, Qi, J., Yu, W.J*. Involvement
of energy and cell wall metabolisms in chilling tolerance improved by hydrogen sulfide
in cold-stored tomato fruits. Plant Cell Reports. 2024, 43, 108.

EFIE

1L JERREERFZET, 2024 £E Aok TFEFHMAFEMENEATE,
2024KY0010, 74 fA 4 4 B 145 DNA W E AL e R 2 7 3k i 38 B9 AL AR %2, 2024.1-
2026.12, 2 76, EHF.

2. T HHKAEEXRANRELASHRET, EEAL KA HIE, NAC #£XHF
SINAP2 /- & ABA 1= % 76 & 5L i 3 4 F AL, 2024.11-2027.12, 30 /7 7T, £ #F,
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W4 EW, ¥H: B+, BK: BIFRR

E-mail: liliaaa666@163.com

MRFH: ERERYBRNELSREZAFRR

SR QFMIERFTEREAMFES. BRE K. T REBHITX. &
HMEEARFES. PRAGUMARALT, T HEARFELETE R, UE—
Y BN ME#H 7 (Genomics). (Horticulturae). {PloS ONE). (International Journal of
Food Properties). Acta Horticulturae). {Compost Science & Utilization). (FE# =) 4
AEWX SR, B—RKAAFBRRERLALH 2T, SREE 2. FHITLRE
1 ., #FERFREBZFREREME—FE (5, TEEHFH#F=FL (), HK
FERWREEEFAFAREL (17). BITEHERAAIEC K, THEFRIK
FNBE_NE, HEEVALIHATE 1 4, ABEVA 64, EEHLHAEE 2 £,
(R EMFR) FRER. (RUFARELA) EERE,

R B RR

(1) Li Li; Xiaowei Ma; Songbiao Wang; Chi Xu; Hongxia Wu; Yanke Wu; Yingzi He; Bin Zheng; Qingzhi
Liang; Wentian Xu; Weiming Li*. Application of Plant Growth Regulators During Early Fruit Development
Stage Increased Perceived Sweetness of Mango Fruit. Horticultruae, 2025, 11(134): 1 15.

(2) Li Li; Wu, HongXia; Ma, XiaoWei; Xu, WenTian; Liang, QingZhi; Zhan RuLin; Wang SongBiao*.
Transcriptional mechanism of differential sugar accumulation in pulp of two contrasting mango (Mangifera
indica L.) cultivars. Genomics, 2020, 112(6): 4505-4515.

(3) Li Li; Xiaowei Ma; RuLin Zhan; HongXia Wu; QuanSheng Yao; WenTian Xu; Chun Luo; YiGang Zhou;
QingZhi Liang; SongBiao Wang. Profiling of volatile fragrant components in a mini-core collection of mango
germplasms from seven countries. PLos One, 2017, 12(12): e0187487.

(4) Hk, ERabs, 29 H, RAE, BT, 3EE, IFCR, B &, (SR MIFRK 2
RIve b 28 SIS B b, RS, 2022, 39(6): 945-956.

(5) VRRKIE, 2500, AR, ST, sUALEs, VFOOK, RIEE, ARG AR SIS i R
WA BRBLE ORI TR . SRR 224, 2020 (09): 1413-1424.

FER:

EFIE :

1. JTHEAAFELT ETE, RAEHELE MIFRKL f2 MiIFRK2 1815 £ £ 8 R # AL
%) B 3 ke 3 4E, 2025/3-2028/1, 8 710G, T .

2. T HEARFELFFAFELTE, TREAITE MIBAM XKk fr MiFRK Xk xf
B M AR AL BB S B 5 R RRCHE B B AL A AT, 2023/06-2026/05, 8 7T, E o

3. BEA EARFELE LT H, MIFRKL #1 MiIFRK2 2£F 5 5+ £ A ZE 4
#|, 2022/04-2025/03, 8 /7T, ¥,

4, FRAEREMFEELRZE 2023 FHAHRAERKEAVREEELE, FEXF
A Fu 3T & AR AR, 2023/07-2025/06,8 7 T, EFr.
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E-mail:1isuli88@163. com

W TTm . HEESeE. #HES R E R, HRRamR RS R

BRI, &, RFEPHIZ, WAL E D HIE K N F L 5 A m gy v 58 o
7o, ERERP AL, EIE 10 250, #E 7 H RS KRS H AR
HEMEARIE R, £ (Plant Physiology and Biochemistry) 25 [F i Az [ P #AF) & 222 K
WX 25, W5 (DUCHEES) Z51E 9 35, ¥4 156, B4 35, &%
T A, BRECRAFEAE 4 10, KT PREOR KW 55 1 0. 65 587 TR, &
ZREPERANL . 2R TR RECA R A B S 2 KA A m @S It
EIRH R LE, JER N2 KA . &7 H SR, Y

HE, KERPFARRT

— KRR

1. RuiWang , SuliLi*%%.Integrated flow cytometric and proteomics analyses reveal the regulatory
network underlying sugarcane protoplast responses to fusion, Plant Physiology and
Biochemistry ,2023-09, 202 %, 107918 71, SCI.

2. Demei Zhang , Suli Li* & ;
An integrated physiology, cytology, and proteomics analysis reveals a network of sugarcane
protoplast responses to enzymolysis. Frontiers in Plant Science, 2022-11, 13 %, 1066073 71,
SCI.

3. Shuifang Zhu, Suli Li*%%. Transcriptomics Combined with Photosynthetic Physiology and Leaf
Structure Analysis Revealed Increased Sugarcane Yield by Fenlong-Ridging, Agronomy,
2023-04,13 %, 5] 1196 7 , SCI.

= EEX

1. 2024 ] PUHIAR R W S8 2 H R 28 s ORI R B BR 5 R 5

2R AN —H R A R T 58, L [ [ R A A B DR 3R b R B X

CIES

3K 7% Ml o — R R SR A P B R SR IR 95k AR ERAT S U o o LI R KR

(IEEREINNE S Y E i N RITE JPESvi% /€ IuaATiE & &

4. v [ E bR B+ R AE BT DR ZE R XA 4R T I

= EBIHAE

1 PR E KL D, RS “E 7 H” FARFE MM ES N HREIH, #iE
S HERF AA22117006, 2022/06-2025/09, 140 Ji7t, FEr.
2. TR RIE KB R LT (), HMA PSS ER ARSI A 4 I BCEE AR R R
&, R} AA22117006-2, 2022/10-2025/09, F#E, 20 F7C.


https://pubmed.ncbi.nlm.nih.gov/?term=Li+S&cauthor_id=36518493

Z RV I 18 A

B4 BR, ¥ HRE, B HF
E-mail: liyun@gxu.edu.cn
BRA W AT RAIH S AR
7 U A

2002 FAMEY THEFRYAY, BRRFFIFM, 2012 FHKLELN THEF
RV K, KB RETHELTF ., 2013 FH#N TAFRKFRIEES. TEN
EEMA R RCI R SRR R EERA R (L) i £ A Mk 0y 5 2 H 15 A g T
FREIF S A A . £ TEHEENFH InDel f2 SSR & 4 FARCIF £ 5 WA R & i
“HEERAME. BXESARNEFRRLEESCBITLEFTEIET —EHRERR,
RIER A B FEF TG FM, WElmE® T LELTHmEFHN, fEFRe %
M ERHFEGHAARY, FM., ERFIEESKEREME, LFRUL (EED
BIAEE L EFRE 2K SCIEX3HE. 3XSCIEX 1A,
REMERR:

1. Muhammad Waseem; Xinxin Yang; Mehtab Muhammad Aslam; Mengna Li; Lian
Zhu; Shanhan Chen; Guopeng zhu; Yun Li*; Pingwu Liu*. (2022) Genome-wide
identification of long non-coding RNASs in two contrasting rapeseed (Brassica napus L.)
genotypes subjected to cold stress, Environmental and Experimental Botany,
https://doi.org/10.1016/j.envexpbot.2022.104969

2. Huahao Jiang; Muhammad Waseem; Yong Wang; Sana Basharat; Xia Zhang; Yun
Li*; Pingwu Liu*.(2023) Development of simple sequence repeat markers for sugarcane from
data mining of expressed sequence tags, Frontiers in Plant Science, DOI
10.3389/fpls.2023.1199210

3. Wajid Saeed; Samavia Mubeen; Jiao Pan; Muzammal Rehman; Wanggiang Fang;
Dengjie Luo; Pingwu Liu; Yun Li*; Peng Chen*.(2024) Integrated physiological and
metabolomic responses reveal mechanisms of Cd tolerance and detoxification in kenaf
(Hibiscus cannabinus L.) under Cd stress, Frontiers in Plant Science, DOI
10.3389/fpls.2024.1332426

4. Wajid Saeed; Samavia Mubeen; Wanggiang Fang; Muzammal Rehman; Wenyue Ma;
Jiao Pan; Dengjie Luo; Pingwu Liu; Yun Li*; Peng Chen*.(2025) I Synergistic
Phytoremediation of Cadmium-Contaminated Soil: Intercropping Rapeseed and Kenaf for
Enhanced Biomass, Metal Uptake, and Soil Health, Journal of Soil Science and Plant
Nutrition https://doi.org/10.1007/s42729-025-02418-8
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LY EREEDF2RFEARALKEY —FL, 2017 4, ARAMFEETTRK
HARZ MR SRR, TRA: AR, B, R#EL, BT, MER; KHE A
W, FE, FN, 2RLE KRR, KWE, HEE, i, 7Rk
EHHE:

L ERIARKRLEF W HARKR RN FRTE, LRKM, 550 77T, 5
Ao )
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B FEW, FH: B, B #ER

E-mail: lizhigangnn@163.com

FREM: AEESEEMREEF, TRIE, AEESBEER, KFEH
= i A

B EAFEENAEBREE ) FTAYF2BEE, TETESARA LI ERMAKEKNAS
BEHAHR. TEHFRABBEALEN LER AT ELBEIENENTH, UK
AOBANTEREREX TS, FAKKTH. MERRUEEFRARNER. W, &
BT AERRBHEREAFAA., HEBBRRERBFUHEEETENAR. EEHFMN
X ERBFEATEMELT ARAFIHXTE, SE2FAB L8048, £+ 104
B # SCI Y,

RFERR:

Li LX, LiQ, Tang YJ, Li SL, Cheng XR, Li ZW , Wang XL, Li ZG*. Effects of
different nutritional conditions on accumulation and distribution of Cr in Coix lacryma-jobi L.
in Cr6+-contaminated constructed wetland. Ecotoxicology and environmental safety.
2021(225):112763, DOI:10.1016/j.ecoenv. 2021 .112763

Fang Zirui, Wang Qianyun, Zhang Cungi, Li Suli, Li Shuai, Wang Xueli, Cheng Xiran,
He Zhenli, Li Zhigang. Effects of Cr6+ stress on chromium chemical speciation distribution
and bacterial community structure in the Coix lacryma-jobi L. constructed wetlands.
Environmental pollutants and bioavailability, 2022, (34): 433-445.

Nong Y, Liu XY, Peng Z, Li LX, Cheng XR, Wang XL, Li ZW, Li ZG, Li SL. Effects
of domestic sewage on the photosynthesis and chromium migration of Coix lacryma-jobi L.
In chromium-contaminated constructed wetlands. Sustainability. 2023,
15(13):D0I110.3390/s5u151310250.10250

BREFREFEME. BEKTFHERMELRA TR TS EMA TR
[]. KA FFEH ¥ %R, 2023, 42 (08): 1803-1815.
ITEEFERZEFE N B EATEIANTRAMBER D BRENFRSHZ
we [J/OL]./” 78 4 47:1-17[2023-08-05]. http://kns.cnki.net/kcms/detail/ 45.1134. Q.
20230428.1000.002.html
EFIE:

HRITE: IR ENEKEHEEEEEGZ BV X ETRE, THRE: BE™H
RV KA B, TEHZ #2200 /70, 2025 4 6 A~2028 £ 6 A, E#r.

MRANEBREKEFLEERERGE (wAE LA AESAKEE B RN
W) . EABTEAERRRBEMFAE (RKEGHE) | KEXARESRGKRESAERS
F AT .
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B4 NF, ¥ BEHRE, BK: BHR
E-mail: fangliu@gxu.edu.cn

BRAE: KELTRM

= i A

FENEABEZEREFANEE. FHAF S/ FRAH K TE. £ABEE K
FHBERMEER M, TR ETFTHNREEAR. FEEZFEXEAMFE
2T H 3 I, THELAFRLUTXTE 1T, T WEARFELTE 2 5. 25K E
RAZATXITE . B L RIEEFHARULAAIE 20 2. FAZTES
EXBEWH R R LR AR REFFENZE S RAFAR” K 2015 7
WHFEAHRF SR (HLF 2) . FEAREMN 114, RENEZLHAELH 73
REBXB80Z R
RFE AR :

1.Min Tang, Hui Zhang,Yao Wan, Ziqiu Deng, Xuemei Qin; Rongbai Li*, Fang
Liu*.(2023)Transcriptome Analysis in Response to Infection of Xanthomonas oryzae pv.
oryzicola Strains with Different Pathogenicity, Int. J. Mol. Sci., 24(1): 14

2.Yanxia Xue, Sajid Muhammad*, Jinlian Yang, Xuan Wang, Neng Zhao, Baoxiang Qin,
Yongfu Qiu, Zhimin Du, Zaid Ulhassan, Weijun Zhou, Fang Liu*, Rongbai
Li*.(2023)Comparative transcriptome-wide identification and differential expression of genes
and IncRNAs in rice near-isogenic line (KW-Bph36-NIL) in response to BPH feeding, Frontiers
in Plant Science, 2023, 13: 1095602

3B, BERA, MER, BEFME, F5M* X|7*.(2022) K4 W4 3Rk
QTL ¥y ZE AL, 4~ FHE 4 & #,2022, 20(9): 2949-2956

ABRN, %, BE5E, wAZE, KE, A X|7*.(2021) KRG E %5307
#iE A bls2 SSR 4 TAF1CIT &, & 77 KL ¥4, 2021, 52(05): 1167-1173

5. Xin Wang,Yue Han, Xuan Feng, Yunzhen Li, Baoxiang Qin, Jijing Luo, Zheng Wei,
yongfu giu, Fang Liu*, Rongbai Li*.(2019) Breeding of Indica glutinous cytoplasmic male
sterile line WX209A via CRISPR/Cas9 mediated genomic editing, Czech Journal of Genetics
and Plant Breeding, 2019, 55(3):93-100

EBR:

JEAE S %R, 2015 4, THEE AR RER IR S B A A,
TRN: FEM, ANF, KAE, BARE, K, FEEH, BRAE, BAE, BXE,
BHR, 5, RER

EHHE -
STV E AR A AT RITE AR 20 A B 0 A A5 4R RS R A A U T O A
2%, 2024/11- 2027/11, 105 77 7T, E
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E-mail: 22003lucoong@163.com
BRFAE: RREERHELTENF
= i A

RERERE, R¥EFRAEZR, BEHIX T HIC, TRERVEFERF5FH
ERXRERLHRFEHEZRR, T ARIIRERFELL2EALREHEELERA, T HEZ
oS BE, AN EYF ¥ FBE, TENELRREETMH, ERFLMHE
RN A TENFRR. EEREM AT, €F T 2000 20 TR REE, Fitd
ERMEEN 20 2. B TFTAEYF 7 H, BXEFAFEFAFBALELIET
AESERFHFE BB AN Al ENHEAFNGELEZEOLENEHR,
HAHKBT HEARFFLHERBREN S HEFHERENLTEER. RERERAME
RFEFARBX O £F, HF SClIHX50 &,

RAHEER

1. LiJJ, Lu TT, Mo WJ, Yu HX, Li KJ, Huang X, Fan ZY, He XH*, Luo C*. Functional
characterization of MiFTs implicated in early flowering and stress resistances of mango.
International Journal of Biological Macromolecules, 2024, 280:135669

2. Yang Z, Huo B, Wei S, Zhang W, He X, Liang J, Nong S, Guo T, He X*, Luo C *.
Overexpression of two DELLA subfamily genes MiSLRI and MiSLR2 from mango promotes
eafly flowering and enhances abiotic stress tolerance in Arabidopsis. Plant Sciences, 2024,
349,112242.

3. ZhuJ, Huang X, Li Y, Zhang Y, He X, Luo C*. Characterization of MiSPL4a and
MiSPL4b roles in flowering time and drought resistance in Arabidopsis. Environmental and
Experimental Botany, 2024, 226, 105934

4. ZhulJ, LiY, Zhang Y, Xia L, Hu W, Huang X, Li K, He X*, Luo C*. Overexpression of
MiSPL3a and MiSPL3b confers early floweri ng and stress tolerance in Arabidopsis thaliana.
International Journal of Biological Macromolecules, 2024, 262:129913

5. Xia LM, He XH, Hu WL, Mo X, Zhang YL, Zhu JW, Huang X, Li YZ, Yang XZ, Li KJ,
Luo C*. Overexpression of mango MiGF6A and MiGF6B genes promote early flowering in
transgenic Arabidopsis. Scientia Horticulturae, 2023, 318 :112074

EHIE
1 EE A RIR, SEKEHHESIER RS0 R (P1) KIEHESETR
HrmFkE, 2024/11-2027/11, 81 Fi, Fi:.

2. EZFHMRBIHAIESHXHE S, MIGF14c S K FAC E &R 1515 B AE 1)
SFHLEIRFST, 2024/01-2027/12, 32 73, Tk

3. TP EREEIES, TR MINAC2s A R SHEERT T, 2023/06-2026/05, 10
Ji, ¥Er
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4. HEIAE, ¥ L, R BIRA

E-mail: panyinghua2008@163.com

BRI KRR, REEREZHE 55 H

FITE A

2023 FE] TV )\HEF FARRAA o F SRR i 5 5 R 248 S5 A o 72K A

A MRS ORI R 5 AT 70 31 F LB DT TEAS 1 R Gt BUBHIEDT URCR . 123K

TR v 2L (K] CTB4a, CTB2, [IB 1 /KA ¥4 4k A Bl [RIBEAL B ML o 7B 2 ST RE 1 7K

TR FASE LR, o] B i it AT T it Jog i AT e ) 8 42 /KR vt o 8 T AL AL ML e B

TRIEEEA OrMKK3, OsMKK3, GNP12, fi#t#fr 1) Pz A KR fiL it o 1 2k fidh . JF 3

FrE R BEHIHE 3 . S —E@ifEE (F3LFED £ Nature Communications.

New Phytologist #1 Rice Z£iF] F AR 24 55 (% SCIR 16 5D 5 KIRBUKAEF] 6

Wi, W3 HIT 400 2K

RBIERR :

1. Chen Lei”, Chen Weiwei”, Li Jin®, Wei Yu”, Qing Dongjin, Huang Juan, Tang Maoyan, Dai
Gaoxing”, Chen Chao’, Liang Tianfeng’, Pan Yinghua®. Identifying Heat Adaptability QTLs and
Candidate Genes for Grain Appearance Quality at the Flowering Stage in Rice. Rice, 2025, 18:13.
2. Pan Ying-Hua”*, Chen Lei”, Zhu Xiao-Yang”, Li Jing-Cheng”, Rashid Muhammad Abdul
Rehman, Chen Chao, Qing Dong-Jin, Zhou Wei-Yong, Yang Xing-Hai, Gao Li-Jun, Zhao Yan",
Deng Guo-Fu". Utilization of Natural Alleles for Heat Adaptability QTLs at the Flowering Stage in
Rice. BMC Plant Biology, 2023, 23:256.
3. Pan Yinghua#, Chen Lei”, Zhao Yan”, Guo Haifeng”, Li Jingcheng”, Rashid Muhammad Abdul
Rehman, Lu Chunju, Zhou Weiyong, Yang Xingka, Liang Yuntao, Wu Hao, Qing Dongjin, Gao
Lijun®, Dai Gaoxing®, Li Danting”, Deng Guofu". Natural Variation in OsMKK3 Contributes to
Grain Size and Chalkiness in Rice. Frontiers in Plant Science, 2021, 12:784037.
4. LiJilong", Zeng Yawen", Pan Yinghua”, Zhou Lei", Zhang Zhanying, Guo Haifeng, Lou Qijin,
Shui Guanghou, Huang Hanguang, Tian He, Guo Yongmei, Yuan Pingrong, Yang Hong, Pan Guojun,
Wang Ruiying, Zhang Hongliang, Yang Shuhua, Guo Yan, Ge Song, Li Jinjie, Li Zichao. Stepwise
selection of natural variations at CTB2 and CTB4a improves cold adaptation during domestication
of japonica rice. New Phytologist, 2021, 231(3):1056-1072.
5. Zhang Zhanying”, Li Jinjie”, Pan Yinghua®, Li Jilong”, Zhou Lei", Shi Hongli", Zeng Yawen,
Guo Haifeng, Yang Shuming, Zheng Weiwei, Yu Jianping, Sun Xingming, Li Gangling, Ding
Yanglin, Ma Liang, Shen Shiquan, Dai Luyuan, Zhang Hongliang, Yang Shuhua, Guo Yan, Li
Zichao. Natural variation in C7B4a enhances rice adaptation to cold habitats. Nature
Communications, 2017, 8:14788.

FEERD-

Lkgete (2/13), KEERMRZERFEMFHEA (PCAMP) KT K 5 HE D) He A H

KAE, TR B A AR R R AR AR AR, 2021 4E,

2.9t (1/12), T VU KT i 5 00 B B DR R B AR e T, T PR B R X

AV BEEBE B AR AR AR, 2023 4.

3.kgete (17120, JKAEP & AMOLRL SR A28 SR, PR B e AL R 2R 5

RRIRI AR, 2024 4F,
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Xiaohui Zhong, Zuyu Liao, Baiyi Lu, Fahuo Li, Zhe Jiang, Ling Cheng, Caixian Wang,
Xiuzhong Xia, Xinghai Yang, Hui Guo, Baoxuan Nong, Danting Li, Yongfu Qiu*. Exploring
resistance mechanisms and identifying QTLs for brown planthopper in tropical and subtropical
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2. Ling Cheng, Ya Zhu, Jingying Li, Zhe Jiang, Wan Shu, Yongfu Qiu*. Mapping and breeding
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1. Jisen Zhang, Yiying Qi, Xiuting Hua, Yongjun Wang, Baiyu Wang, ..., Zuhu Deng
& Haibao Tang.The highly allo-autopolyploid modern sugarcane genome and very recent
allopolyploidization in Saccharum. Nature Genetics. 2025.

2. Qing Zhang*, Yiying Qi*, Haoran Pan*, Haibao Tang*, ..., Baoshan Chen, Muqing
Zhang, Ray Ming, Jisen Zhang*. Genomic insights into the recent chromosome reduction of
complex autopolyploid sugarcane S. spontaneum. Nature Genetics. 2022.

3. Jisen Zhang*, Xingtan Zhang*, Haibao Tang*, Qing Zhang*, Xiuting Hua, Xiaokai
Ma, ...,Chifumi Nagai*,Ray Ming*. Allele-defined genome of the autopolyploid sugarcane
Saccharum spontaneum L.. Nature Genetics.2018.

4. Tianyou Wang*, Baiyu Wang*, Xiuting Hua*, Haibao Tang*, ..., Wei Yao*,, Jisen
Zhang*,.A complete gap-free diploid genome in Saccharum complex and the genomic
footprints of evolution in the highly polyploid Saccharum genus. Nature Plants. 2023.

5. Duo Chen*, Qing Zhang*, Weiqi Tang*, Zhen Huang*, Gang Wang*, ..., Marc Van
Montagu*, Haibao Tang*, Yves Van de Peer*, Yougiang Chen*, and Jisen Zhang*. The
evolutionary origin and domestication history of goldfish (Carassius auratus). PNAS. 2020
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Zhang JW, Xiang L, Liu Yuxin, Jing D, Zhang L, Liu Yong, Li W, Wang X, Li T, Li J. 2024.
Optimizing irrigation schedules of greenhouse tomato based on a comprehensive evaluation
model. Agric Water Manag, 295: 108741

Zhang JW, Xiang L, Zhu C, Li W, Jing D, Zhang L, Liu Y, Li T, Li J. 2023. Evaluating the
irrigation schedules of greenhouse tomato by simulating soil water balance under drip irrigation.
Agric Water Manag, 283: 108323

Ma LL, Zhang J, Ren R, Fan B, Hou L, Li J. 2021. Effects of different organic nutrient solution
formulations and supplementation on tomato fruit quality and aromatic volatiles. Arch Agron
Soil Sci, 67(4): 563~575

Yu XM, Niu L, Zhang Y, Xu Z, Zhang JW, Zhang S, Li J. 2024. Vapour pressure deficit affects
crop water productivity, yield, and quality in tomatoes. Agric Water Manag, 299: 108879

Yu XM, Zhang JW, Zhang Y, Ma L, Jiao X, Zhao M, Li J. 2023. Identification of optimal
irrigation and fertilizer rates to balance yield, water and fertilizer productivity, and fruit quality
in greenhouse tomatoes using TOPSIS. Sci Hortic, 311: 111829
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1.Yixue Bao, Qing Zhang, Jiangfeng Huang, et al, Baoshan Chen*, Xingtan Zhang*, Muging
Zhang*. (2024) A chromosomal-scale genome assembly of modern cultivated hybrid
sugarcane provides insights into origination and evolution. Nature Communication. 15: 3041.
2.Zhe Chai, Jinlan Fang, Cuilin Huang, et al Wei Yao*, Muging Zhang*. (2022) A novel
transcription factor, SCAIL1, modulates plant defense responses by targeting DELLA and
regulating gibberellin and jasmonic acid signaling in sugarcane. Journal of Experimental
Botany. 73(19): 6727-6743.
3.Meilin Li, Liya Xiong, Wenhan Chen, et al Muging Zhang*. (2024) VirB11, a traffic
ATPase, mediated flagella assembly and type 1V pilus morphogenesis to control the motility
and virulence of Xanthomonas albilineans. 25: e70001.
4.Abdullah khan, Syeda Wajeeha Gillani, Hongtao Jiang, et al Muging Zhang*. (2024) Combine
application of N and biofertilizers improved plant morphology and soil environment via regulating
rhizosphere bacterial community under sugarcane monocropping. 210(1):118074.
5.Shuang Wang, Kaiyuan Pan, Mingjing Liao, Xiaofeng Li, Muqing Zhang*. (2024)
Characterization of CBL-CIPK signaling networks and their response to abiotic stress in
sugarcane. 278(Pt 2):134836.
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1. Q. Zhang*, Y. Qi*, H. Pan®, H. Tang”, G. Wang, et al. (2022). Genomic insights into the
recent chromosome reduction and polyploidization of autopolyploid sugarcane S.
spontaneum. Nature Genetics. 54(6):885-896. doi: 10.1038/s41588-022-01084-1

2.J. Zhang #*, X. Zhang?, H. Tang*, Q. Zhang*, X. Hua, et al., (2018). Allele-defined
genome of the autopolyploid sugarcane Saccharum spontaneum L. Nature Genetics.
50(11):1565-1573. (B TH ¥ ZF; “ILF B —1E#)

3. Y. Bao#, Q. Zhang#, J. Huang#, S. Zhang#, W. Yao, et al. (2024) A chromosomal-scale
genome assembly of modern cultivated hybrid sugarcane provides insights into
origination and evolution. Nature Communications, 15(1):3041. doi: 10.1038/s41467-
024-47390-6. (#FLFEIZE—E#)

4.D. Chen*, Q. Zhang"*, W. Tang”, Z. Huang™, G. Wang”, Y. Wang, J. Shi, et al., 2020. The
evolutionary origin and domestication history of goldfish (Carassius auratus). Proc Natl Acad
Sci US A . 2020, 117(47):29775-29785. doi: 10.1073/pnas.2005545117. (*3L[EZH—1E#H)

5. Q. Zhang?, X. Hua*, H. Liu*, Y. Yuan, et al. 2020, Evolutionary Expansion and Functional
Divergence of Sugar Transporters in Saccharum (S. spontaneum and S. officinarum). The
Plant Journal. 2021, 105(4):884-906. doi: 10.1111/tpj.15076. (38 —1E#)
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Zhang YQ, Zeng ZH, Hu HM, Zhao ML, Chen CJ, Ma XS, Li GL, Li JG, Liu YL, Hao YW,
Xu J, Xia R. MicroRNA482/2118 is lineage-specifically involved in gibberellin signaling
via the regulation of GID1 expression by targeting noncoding PHAS genes and
subsequently instigated phasiRNAs. Plant Biotechnology Journal. 2024, 22(4):819-832.

Zhang YQ, Waseem M, Zeng ZH, Xu J, Chen CJ, Liu YL, Zhai JX, Xia R.
MicroRNA482/2118, a miRNA superfamily essential for both disease resistance and plant
development. New Phytologist. 2021, 233(5): 2047-2057.

Zhang YQ, Zeng ZH, Chen CJ, Li CQ, Xia R, Li JG. Genome-wide characterization of the
auxin response factor (ARF) gene family of litchi (Litchi chinensis Sonn.): phylogenetic
analysis, miRNA regulation and expression changes during fruit abscission. PeerJ. 2019,
7:e6677.

Hu GB, Feng JT, ..., Zhang YQ, ..., Xia R, Li JG. Two divergent haplotypes from a highly
heterozygous lychee genome suggest independent domestication events for early and late-
maturing cultivars. Nature Genetics. 2022, 54(1): 73-83.

Ma XS, He ZD, Yuan Y, Liang ZJ, Zhang H, Lalun VO, Liu ZY, Yanging Zhang, Huang ZQ,
Huang YL, Li JQ, Zhao ML. The transcriptional control of LcIDL1-LcHSL2 complex by
LcARF5 integrates auxin and ethylene signaling for litchi fruitlet abscission. Journal of
Integrative Plant Biology. 2024, 66(6):1206-1226.
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1. Zhao Yang, Schetelig M F, Handler A M*. Genetic breakdown of a Tet-off conditional lethality system for insect
population control. Nature Communications, 2020, 11(1). (— X)

2. Yang Hao, Li Sicheng, Yu Bo, Zhao Yang*. Function of STDNAJA1 and SfHSP68 in Temperature Stress Response and
Apoptosis in Fall Armyworm (Spodoptera frugiperda), Journal of Agricultural and Food Chemistry, 2025. (—[X)

3. Li Sicheng, Yang Hao, Zhao Yang *. Role of heat shock proteins in response to temperature stress and their effect on
apoptosis in Drosophila melanogaster. International Journal of Biological Macromolecules, 2025. (—[X)

4. Zhang Lijun, Zhao Yang *.Overexpressing mannose-binding Lectin protein affects sugarcane physiological status and

increase its resistance to aphids. International Journal of Biological Macromolecules, 2025. (—I[X)
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in Microbiology, 2023, 14(1088532). (= X)
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1. Cheng G*, Wu DD*, Guo RR¥, Li HY, Wei RF, Zhang J, Wei ZY, Meng X, Yu H, Xie
LJ, Lin L, Yao N, Zhou SH*. (2023) Chromosome-Scale Genomics, Metabolomics, and
Transcriptomics Provide Insight into The Synthesis and Regulation of Phenols in Vitis
Adenoclada Grapes. Front Plant Sci 14:1124046.

2. YuH, LiHY, Wei RF, Cheng G, Zhou YM, Liu JB, Xie TL, Guo RR, Zhou SH*. (2022)
Widely Targeted Metabolomics Profiling Reveals the Effect of Powdery Mildew on Wine
Grape Varieties with Different Levels of Tolerance to the Disease. Foods 11(16):2461-2461.

3. Cheng G*, Zhou SH*, Liu JB, Feng QY, Wei RF, Yu H, Wang B, Zhang Y, Bai XJ*.
(2023) Widely Targeted Metabolomics Provides New Insights into the Flavonoid Metabolism
in ‘Kyoho’ Grapes under a Two-Crop-a-Year Cultivation System. Horticulturae 9(2):154-154.
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