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identification of long non-coding RNAs in two contrasting rapeseed (Brassica napus L.)
genotypes subjected to cold stress, Environmental and Experimental Botany,
https://doi.org/10.1016/j.envexpbot.2022.104969

2. Huahao Jiang; Muhammad Waseem; Yong Wang; Sana Basharat; Xia Zhang; Yun
Li*; Pingwu Liu*.(2023) Development of simple sequence repeat markers for sugarcane from
data mining of expressed sequence tags, Frontiers in Plant Science, DOI
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(Hibiscus cannabinus L.) under Cd stress, Frontiers in Plant Science, DOI
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sterile line WX209A via CRISPR/Cas9 mediated genomic editing, Czech Journal of Genetics
and Plant Breeding, 2019, 55(3):93-100

EBR:

JEAE S %R, 2015 4, THEE AR RER IR S B A A,
TRN: FEM, ANF, KAE, BARE, K, FEEH, BRAE, BAE, BXE,
BHR, 5, RER

EHHE -
ST E AR R AT RITE AR 4 A B U A A5 4R ROl R o A A U T O A
2%, 2024/11- 2027/11, 105 77 7T, E



O BEHR N

B, GWE, ¥ BEHRE, B #R
E-mail: mazhonghui@gxu.edu.cn

By M 2R K IRIT R 5 A A

= A

Tﬁﬁﬁmé%ﬁ Nk N\NEFERRIAATE (2025 £) , Hﬁ%ﬁ*ﬁ%%%
SCEERMBE L, L2BEE, FERFENFLFTEIEZ AN T K, AR
m&ﬂﬁxﬁ%ﬁ%yﬁAﬂ%& SHEF 2R EEK, FEK?*E%%%E?
HARWVHRETETK, (FrontiersinPlantScience) % %%, T ENELHEY K ET XS

MA, GREMETRFELEESFEITIM LTI, ARG EE L, RIFESH

. /ﬁéﬁkéy\éz\%‘éfﬁ%éﬁ@f%*ﬁi ﬁ%ﬁﬁkftf%ﬁé‘@ﬁwﬁiz\?éﬂwaa%@mn%lﬁ%’”ﬂ%‘]%

HEBAET A7 J%ﬂé@?kﬁk% ETRAFMFATE 30 2T (FERES T, FH
Jlé%lﬁ FIRAL 1 T, FH K 7 T . #£ Ecology. Journal of Systematics and Evolutlon

l%mmwmw#EmANiﬁ%%X%ﬁ% %I%%ﬂ7ﬁ,mﬁ%%1 B

Fewtr LA, WREEF L, WF LW, HMAMSH, RERHFTHFLT

R B RR

1. Huimin Cai, Xing Liu, Wengiao Wang, Zhonghui Ma*, Bo Li, Gemma L C Bramley
and Dianxiang Zhang. Phylogenetic relationships and biogeography of Asia Callicarpa
(Lamiaceae), with consideration of a longdistance dispersal across the Pacific Ocean -insights
into divergence modes of Pantropical flora. Frontiers in Plant Science, 2023, https:// doi:
10.3389/fpls.2023.1133157.
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1. Fugang Huang, Zonggiong Zhang, Shuolei Liao, Juan Shen, Lanzhi Long, Jingying Li,
Xiaohui Zhong, Zuyu Liao, Baiyi Lu, Fahuo Li, Zhe Jiang, Ling Cheng, Caixian Wang,
Xiuzhong Xia, Xinghai Yang, Hui Guo, Baoxuan Nong, Danting Li, Yongfu Qiu*. Exploring
resistance mechanisms and identifying QTLs for brown planthopper in tropical and subtropical
rice (Oryza sativa L.) germplasm. 2025, 138:49, Theoret Appl Genet.

2. Ling Cheng, Ya Zhu, Jingying Li, Zhe Jiang, Wan Shu, Yongfu Qiu*. Mapping and breeding
application of the brown planthopper (Nilaparvata lugens)-resistance genes derived from a
durable resistant PTB33 rice variety (Oryza sativa), Plant Breed, 2021, 140(6): 981-989

3. Yang M, Lin JB, Cheng L, Zhou HL, Chen S, Liu F, Li RB, Qiu YF*. Identification of a
novel planthopper resistance gene from wild rice (Oryza rufipogon Griff.). The Crop J, 2020,
1057-1070.

4.LiY,MoY, LiZH, Yang M, Tang LH, Cheng L, Qiu YF*. Characterization and application
of a gall midge resistance gene (Gm6) from Oryza sativa ‘Kangwenqingzhan’. Theoret Appl
Genet, 2020, 133:579-591.

5. Zhou HL, Wang XY, Mo Y, Li Y, Yan LH, Li ZH, Shu W, Cheng L, Huang FK, Qiu YF*.
Genetic analysis and fine mapping of the gall midge resistance gene Gm5 in rice (Oryza sativa
L.). Theoret Appl Genet, 2020, 133:2021-2033.
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[1] Wang Jiang , Tongtong Luan, Pei Cao , Zhonghui Ma and Zhiwei Su*. New Brusatol
Derivatives as Anti-Settlement Agents Against Barnacles, Targeting HSP90: Design, Synthesis,
Biological Evaluation, and Molecular Docking Investigations. International Journal of
Molecular Sciences, 2025, 26, 593.

[2] Wengiao Wang, Zhiwei Su*, Zhonghui Ma*. Phylogenetic and taxonomic studies of
six recently-described Stellaria species (Caryophyllaceae) from China, with an additional new
species, Stellaria longipedicellata, from Sichuan. PhytoKeys, 2024, 249: 287-298.

[3] Zhonghui Ma, Xiangxiu Su, Huimin Cai, Zhiwei Su* and Bin Chen*. Callicarpa
stoloniformis (Lamiaceae), a new species from Southeast China based on morphological
characters and phylogenetic evidence. Ecology and Evolution. 2023, 13: €9913.

[4] Wang Jiang, Wenjie Ma, Jiasong Guan, Yaling He, Zhiwei Su* and Zhonghui Ma*.
Integerrima A—E, phenylethanoid glycosides from the stem of Callicarpa integerrima. Journal
of Natural Medicines 2023, 77: 496-507.

[5] Chunju Lu, Zhenzhou Tang, Zhiwei Su, Haiyan Li, Gengsi Zhang, Chenghai Gao,
Yonghong Liu, Xinya Xu*. Secondary Metabolites from Marine-Derived Fungus Aspergillus
carneus GXIMDO00519. Records of Natural Products, 2023, 17(2): 343-351.
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€% Fn i IHAE# & it £ Mol Plant, PNAS. Plant Cell, PLOS Genetics. TAG. PMB. PLANT
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1.Li YF#, Qin BX#, Shen Y, Zhang FF, Liu CZ, You HL, Du GJ, Tang D, Cheng ZK*. (2018)
HEIP1  regulates crossover  formation  during meiosis in  rice.  PNAS,
DOI:10.1073/pnas.1807871115.
2. Liu CZ#, Shen Y#, Qin BX#, Wen HL, Cheng JW, Mao F, Shi W, Tang D, Du GJ, Li YF,Wu
YF*, Cheng ZK*. (2020) Oryza sativa RNA-dependent RNA polymerase 6 contributes to
double-strand break formation in meiosis. Plant Cell, 32(10):3273-3289.
3.Wang D#, Qin BX#, Li X#, Tang D, Zhang Y, Cheng ZK, Xue YB*. (2016) Nucleolar
DEAD-Box RNA Helicase TOGR1 Regulates Thermotolerant Growth as a Pre-rRNA
Chaperone in Rice. PLOS Genetics, DOI:10.1371/journal.pgen.1005844.
4.Qin BX #, Tang, D#, Huang J, Li M, Wu XR, Lu LL, Wang KJ, Yu HX, Chen JM, Gu MH,
Cheng ZK. (2011) Rice OsGL1-1 is involved in leaf cuticular wax and cuticle membrane,Mol
Plant, 4(6): 985-995.

5.Xu YB#, Zhou SX#, Tian JF, Zhao WF, Wei JX, He J, Tan WY, Shang LG, He XH, Li RB,
Wang YF, Qin BX*. (2024) A B-ketoacyl-CoA synthase encoded by DDP1 controls rice anther
dehiscence and pollen fertility by maintaining lipid homeostasis in the tapetum. Theor Appl
Genet, 138(1): 1.
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1. Aijun Wang, Xinyue Shu, Xin Jing, Chengzhi Jiao, Lei Chen, Jinfeng Zhang, Li Ma,
Yugi Jiang, Naoki Yamamoto, Shuangcheng Li, Qiming Deng, Shiquan Wang, Jun Zhu,
Yueyang Liang, Ting Zou, Huainian Liu, Lingxia Wang, Yubi Huang, Ping Li*, Aiping Zheng*.
Identification of rice (Oryza sativa L.) genes involved in sheath blight resistance via a
genome - wide association study. Plant biotechnology journal, 2021, 19: 1553 - 1566.

2. Xinyue Shu, Desuo Yin, Juan Liang, Ting Xiang, Chao Zhang, Honglian Li, Aiping
Zheng, Ping Li*, Aijun Wang* (3 7 {E#). Tilletia horrida glycoside hydrolase family 128
protein, designated ThGhd_7, modulates plant immunity by blocking reactive oxygen species
production. Plant, Cell & Environment, 2024, doi: 10.1111/pce.14893.

3. Aijun Wang, Xinyue Shu, Deze Xu, Yugi Jiang, Juan Liang, Xiaoqun Yi, Jianging
Zhu, Feng Yang, Chunhai Jiao, Aiping Zheng, Desuo Yin, Ping Li*. Understanding the Rice
Fungal Pathogen Tilletia horrida from Multiple Perspectives. RICE, 2022, 15: 64.

4. Aijun Wang, Zhongping Zha, Desuo Yin, Xinyue Shu, Li Ma, Linxia Wang, Ping Li,
Aiping Zheng*. Comparative transcriptome analysis of Tilletia horrida infection in resistant
and susceptible rice (Oryza sativa L.) male sterile lines reveals potential candidate genes and
resistance mechanisms. Genomics, 2020, 112: 5214-5226.

5. Aijun Wang, Linxiu Pan, Xianyu Niu, Xinyue Shu, Xiaoqun Yi, Naoki Yamamoto,
Shuangcheng Li, Qiming Deng, Jun Zhu, Yueyang Liang, Lingxia Wang, Ping Li*, Aiping
Zheng*. Comparative secretome analysis of different smut fungi and identification of plant
cell death-inducing secreted proteins from Tilletia horrida. BMC plant biology, 2019,
19(360): 1-14.
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1. Neves D#, Wang A#, Weems J D, Kelly H M, Mueller D S, Farman M, Bradley C*. Identification of Septor
ia glycines isolates from soybean with resistance to quinone outside inhibitor fungicides[J]. Plant disease,
2022,106 (10):2631-2637

2. Yunyi Zhou,Yuting Li,Jinmei Huang, Ruirong Jiao, Mei Li, Dong Xiao, Jie Zhan, Aigin Wang*, Longfei He*.
DoDELLA1, a DELLA protein from Dioscorea opposite, regulates the growth and development in transgenic
tobacco by controlling gibberellin level. Plant Growth Regulation (2022) 97:571-583

3. Fahuo Li, Yuting Li, Jianming Huang, Jingying Li, Dong Xiao, Yong Li, Longfei He& Ai-ginWang*, The
effect of soil environmental factors on the yield and quality of Pueraria lobata, Scientific Reports,
2023https://doi. org/10.1038/s41598-023-45918-2

4. Guo, L.; Lao, G.; He, L.; Xiao, D.; Zhan, J.; Wang, A.* De Novo Assembly and Comparative
Analysis of Mitochondrial Genomes of Two Pueraria montana Varieties. Int. J. Mol. Sci. 2024, 25,
5656. https://doi.org/ 10.3390/ijms25115656
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1. Wu S#, Huang X#, Fu C#,,,Wang L*. Identification of the regulatory role of SSMYBS25-4 in salt stress
from MYB-related transcription factors in sugarcane (Saccharum spontaneum). Int J Biol Macromol.
2025 Jan 31:140566. doi: 10.1016/j.ijbiomac.2025.140566. Epub ahead of print. PMID: 39894099 (&
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2. Hua Yua#, Guifen Zhang#,,Linggiang Wang*, Liangcai Peng* A functional cascading of lignin
modification via repression of caffeic acid O-methyltransferase for bioproduction and anti-oxidation in
rice. Journal of Advanced Research (7 [A F 11.4, F #fx—IX top it )

3. Songguo Wu,,,Linggiang Wang*, Genome-wide analysis of the C2H2-type zinc finger protein family in
rice (Oryza sativa) and the role of OsC2H2.35 in cold stress response, Plant Stress, Volume 15, 2025,
100772, https://doi.org/10.1016/j.stress.2025.100772. (w5 H F 6.8, # A% QlTop £5)

4. Haiyu Zhou#, Xiang Li#, Yufeng Jiang#,, Yan Chen*, Linggiang Wang*. Developing a Deep Learning
network “MSCP-Net” to generate stalk anatomical traits related with crop lodging and yield in maize.
European Journal of Agronomy, 30 Aug, 2024 (https://authors.elsevier.com/a/1jgqh47-Da7LoY )

(https://doi.org/10.1016/j.eja.2024.127325) (SCI, A A% —[X)

5. Jianguo Li#, Mingchong Yang#, Dandan He#,,, Sibin Yu*, Linggiang Wang*. Genome-wide association
study of stem structural characteristics that extracted by a high-throughput phenotypic analysis
“LabelmeP  rice” in rice. The Plant Journal. First published: 11 June 2024
https://doi.org/10.1111/tpj.16872 (H ALz A% —[X)
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1.Tianyou Wang; Baiyu Wang; Xiuting Hua; Haibao T; ... Wei Yao; Jisen Zhang. A
complete gap-free diploid genome in Saccharum complex and the genomic footprints of
evolution in the highly polyploid Saccharum genus, Nature Plants, 2023, 4(9): 554-571.

2.Wang, Tianyou; Fang, Jingping; Zhang, Jisen; Advances in Sugarcane Genomics and
Genetics, Sugar Tech, 2022, 24(1): 354-368

3. Zhang, Jisen; Qi, Yiying; Hua, Xiuting; Wang, Yongjun; Wang, Baiyu; Qi, Yongwen;
Huang, Yumin; Yu, Zehuai; Gao, Ruiting; Zhang, Yixing; Wang, Tianyou. et al. The highly
allo-autopolyploid modern sugarcane genome and very recent allopolyploidization in
Saccharum, Nature Genetics, 2025, 57: 242-253.

4. Qing Zhang; Yiying Qi; Haoran Pan; Haibao Tang; Gang Wang; Xiuting Hua;
Yongjun Wang; Lianyu Lin; Zhen Li; Yihan Li; Fan Yu; Zehuai Yu; Yongji Huang; Tianyou
Wang. et al. Genomic insights into the recent chromosome reduction of autopolyploid
sugarcane Saccharum spontaneum, Nature Genetics, 2022, 6(54): 885-896.

5. Qiaoyu Wang; Yihan Li; Dadong Lin; Xiaoxi Feng; Yongjun Wang; Tianyou Wang;
Hongyan Ding; Jisen Zhang. A growth-regulating factor 7 (GRF7)-mediated gene regulatory
network promotes leaf growth and expansion in sugarcane, The Crop Journal, 2024.
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Wang, X., Ren Z.B., Xie, S.P., Li, Z.H., Zhou, Y.Y. and Duan L.S. (2024) Jasmonate mimic
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brassinosteroid signaling. Plant Physiology, 195(4): 2712-2726.

Wang, X.#, Wang, X.D.#, Peng, C.X., Shi, H., Yang, J., He, M., Zhang, M.C., Zhou, Y.Y., and
Duan, L.S. (2022). Exogenous gamma-aminobutyric acid coordinates active oxygen and
amino acid homeostasis to enhance heat tolerance in wheat seedlings. Journal of Plant
Growth Regulation,41(7), 2787-2797.

Ren, Z.B.*, Wang, X.#, Tao, Q., Guo, Q., Zhou, Y.Y., Yi, F., Huang, G.M., Li, Y.X., Zhang,
M.C., Li, Z.H., and Duan, L. (2021). Transcriptome dynamic landscape underlying the
improvement of maize lodging resistance under coronatine treatment. BMC Plant Biology
2021, 21(1): 1-18.
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S. He, H. Wu, Z. Huang*, C. Li*, and Z. Wang*. 2024. “Iron-Modified Biochar Effectively
Mitigates Arsenic-Cadmium Pollution in Paddy Fields: A Meta-Analysis.” Journal of
Hazardous Materials 469:133866.

2. Zhao, X., X. Yuan, Y. Xing, J. Dao, D. Zhao, Y. Li*, W. Li*, and Z. Wang*. 2023. “A
Meta-analysis on Morphological, Physiological and Biochemical Responses of Plants with
PGPR Inoculation under Drought Stress.” Plant, Cell & Environment 46(1):199-214.

3. Wei, B,, Y. Peng, P. Jeyakumar, L. Lin, D. Zhang, M. Yang, J. Zhu, C. Lin, H. Wang, Z.
Wang*, and C. Li*. 2023. “Soil pH Restricts the Ability of Biochar to Passivate Cadmium: A
Meta-Analysis.” Environmental Research 219:115110.

4. Li, Y., M. Long, Y. Hou, W. Li, X. Qin, B. Zhang, T. Wen, Y. Cui, Z. Wang*, and Y.
Liao*. 2023. “Root Exudation Processes Induce the Utilization of Microbial-Derived
Components by Rhizoplane Microbiota under Conservation Agriculture.” Soil Biology and
Biochemistry 178:108956.

5. Yuan, X, G. Ban, Y. Luo, J. Wang, D. Peng, R. Liang, T. He*, and Z. Wang*. 2025.
“Biochar Effects on Aggregation and Carbon-Nitrogen Retention in Different-Sized
Aggregates of Clay and Loam Soils: A Meta-Analysis.” Soil and Tillage Research 247:106365.
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basis of ionomic variation in rice. Plant Cell, 2018, 30: 2720-40.

2) Yang M, Li Y, Liu Z, Tian J, et al. A high activity zinc transporter OsZIP9 mediates zinc
uptake in rice. Plant J, 2020, 103: 1695-1709.

3) Sun C*, Yang M*, Li Y, Tian J, et al. Comprehensive analysis of variation of cadmium
accumulation in rice and detection of a new weak allele of OsHMA3. J Exp Bot, 2019, 70:
6389-400.
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[1] Zhao, J., Li, S., Xu, Y., Ahmad, N., Kuang, B., Feng, M., ... & Yang, X. (2023). The
subgenome Saccharum spontaneum contributes to sugar accumulation in sugarcane as
revealed by full-length transcriptomic analysis. Journal of Advanced Research.

[2] Chen, M., Liu, P., An, R., He, X., Zhao, P., Huang, D., & Yang, X. (2025). Sugarcane pan-
transcriptome identifying a master gene SCHCT regulating lignin and sugar traits. Journal
of Agricultural and Food Chemistry, 73, 1739-1755.

[3] Yang, X., Song, J., Todd, J., Peng, Z., Paudel, D., Luo, Z., ... & Wang, J. (2019). Target

enrichment sequencing of 307 germplasm accessions identified ancestry of ancient and
modern hybrids and signatures of adaptation and selection in sugarcane (Saccharum spp.),

a ‘sweet’ cropwith ‘bitter’ genomes. Plant Biotechnology Journal, 17(2), 488-498.
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Genome-wide identification of sugarcane SINA family proteins reveals that SSSINAla
positively regulates drought tolerance. Industrial Crops and Products. 2025,246,

Enhanced resistance to pokkah boeng disease in sugarcane through host-induced gene
silencing targeting FSCYP51 in Fusarium sacchari. Plant, Cell & Environment, 2025,15392.

Cas-mCfLAMP: a multiplex rapid visualization assay for sugarcane pathogens based on
labeled LAMP and CRISPR/Cas12. Microchemical Journal,2024,199, 109993.

Small secreted effector protein from Fusarium sacchari suppresses host immune response
via inhibiting ScPi21-induced cell death. Molecular Plant Pathology, 2024,25(1), e13414.

Identification of Common Fungal Extracellular Membrane proteins in Fusarium sacchari
that inhibit plant immunity and contribute to virulence. Microbiology Spectrum, 2023,11(6)
e01452-23.
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1. Fan Yu*, Zehuai Yu*, Jin Chai*, Xikai Yu, Chen Fu, Xinwang Zhao, Hailong Chang,
Jiawei Lei, Baoshan Chen, Wei Yao, Muging Zhang, Jiayun Wu, Qinnan Wang, Zuhu Deng.
Intergeneric chromosome-specific painting reveals differential chromosomal transmission from
Tripidium arundinaceum in sugarcane progeny, Journal of Integrative Agriculture, 2024, 23,
11: 3751-3762.

2. Shen Wenlong, Lin Pingping, Yu Zehuai, Yao Wei, Deng Zuhu, Zhang Muging#, Yu
Fan#. Analysis of the 20G-Fe (1) oxygenase family reveals new insights associated flowering
regulation in Saccharum spontaneum. Crop science. 2024, 64(1), 260-277.

3.Yu, Fan*, Zhao, Xinwang*, Chai, Jin, Ding, Xueer, Li, Xueting, Huang, Yongji, Wang,
Xianhong, Wu, Jiayun, Zhang, Muging, Yang, Qinhui, Deng, Zuhu and Jiang, J. Chromosome-
specific painting unveils chromosomal fusions and distinct allopolyploid species in the
Saccharum complex. New Phytologist, 2022, 233: 1953-1965.

4. Guilherme T. Brazl*, Fan Yu*, Hainan Zhao, Zuhu Deng, James A. Birchler and
Jiming Jiang. Preferential meiotic chromosome pairing among homologous chromosomes with
cryptic sequence variation in tetraploid maize. New Phytologist 2020, 6, 229.
https://doi.org/10.1111/nph.17098.

5. Martins, L. do Vale*, Yu, F. *, Zhao, H.N. *, Dennison, T., Lauter, N., Wang, H.Y .,
Deng, Z.H., Thompson, A., Semrau, K., Rouillard, J.-M., Birchler, J.A., and Jiang, J.M. Meiotic
crossovers characterized by haplotype-specific chromosome painting in maize. Nature
Communications 2019, 10: 4604. https://doi.org/10.1038/s41467-019-12646-z3.
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1.Yuan PL, Li XH, Ni ML, Cao CG, Jiang LG, Igbal A, Wang JP. (2020) Effects of straw return
and feed addition on the environment and nitrogen use efficiency under different nitrogen
application rates in the rice-crayfish system. Plant Soil, 475(1-2): 411-426.

2.Yuan PL, Wang JP, Li CF, Xiao QQ, Liu QJ, Sun ZC, Wang JH, Cao CG. (2020) Soil quality
indicators of integrated rice-crayfish farming in the Jianghan Plain, China using a minimum
data set. Soil Till Res, 204(0): 104732.

3.Yuan PL, Wang JP, Chen SW, Guo Y, Cao CG. (2020) Certified rice-crayfish as an
alternative farming modality waterlogged land in the Jianghan Plain region of China. Agron J,
0(0): 1-14.

4. Yuan PL, Wang JP, Guo C, Guo ZY, Guo Y, Cao CG. (2022) Sustainability of the rice-
crayfish farming model in waterlogged land: A case study in Qianjiang County, Hubei Province,
China. J Integr Agric, 21(4): 1203-1214.

5. Yuan PL, Wang JP, Li CF, Cao CG. (2022) Long-term rice-crayfish farming aggravates soil
gleying and induced changes of soil iron morphology. Soil Use Manage, 38(1): 757-770.
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1. ShiY, Liao G, Li A, Li X, Xiao D, Wang A, He L, Zhan J'. 2025. A Novel Ah-miR2916-
AhERF13-AhSUC3 module regulates Al tolerance via ethylene-Mediated signaling in
peanut (Arachis hypogea L.). Plant Cell Environment 48, 2009-2023

2. LuoS, LiA Luol,Liao G, Li X, Yao S, Wang A, Xiao D, He L, Zhan J". 2023. MUTATOR-
LIKE TRANSPOSABLE ELEMENT9A interacts with METACASPASE 1 and modulates the
incidence of Al-induced programmed cell death in peanut. Journal of Experimental
Botany, erad489.

3. Luo S, Pan C, Liu S, Liao G, Li A, Wang Y, Wang A, Xiao D, He L, Zhan J°. 2023.
Identification and functional characterization of the xyloglucan
endotransglucosylase/hydrolase 32 (AhXTH32) in peanut during aluminum-induced
programmed cell death. Plant Physiology and Biochemistry 194, 161-168.

4. Liao G, Luo S, Li X, LiA, Mo Y, Wang A, Xiao D, He L, Zhan J". 2023. Identification and
functional characterization of REGULATORY PARTICLE NON-ATPASE 1a-like
(AhRPN1a-like) in peanuts during aluminum-induced programmed cell death. Journal of
Plant Physiology 289, 154079

5. LiA, Zhou M, Liao G, Li X, Wang A, Xiao D, He L, Zhan J'. 2023. CRISPR/Cas9 gene
editing in  peanut by Agrobacterium  tumefaciens-mediated  pollen  tube
transformation. Plant Cell, Tissue and Organ Culture 155 883-892
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1. Jisen Zhang, Yiying Qi, Xiuting Hua, Yongjun Wang, Baiyu Wang, ..., Zuhu Deng
& Haibao Tang.The highly allo-autopolyploid modern sugarcane genome and very recent
allopolyploidization in Saccharum. Nature Genetics. 2025.

2. Qing Zhang*, Yiying Qi*, Haoran Pan*, Haibao Tang*, ..., Baoshan Chen, Muqing
Zhang, Ray Ming, Jisen Zhang*. Genomic insights into the recent chromosome reduction of
complex autopolyploid sugarcane S. spontaneum. Nature Genetics. 2022.

3. Jisen Zhang*, Xingtan Zhang*, Haibao Tang*, Qing Zhang*, Xiuting Hua, Xiaokai
Ma, ...,Chifumi Nagai*,Ray Ming*. Allele-defined genome of the autopolyploid sugarcane
Saccharum spontaneum L.. Nature Genetics.2018.

4. Tianyou Wang*, Baiyu Wang*, Xiuting Hua*, Haibao Tang*, ..., Wei Yao*,, Jisen
Zhang*,.A complete gap-free diploid genome in Saccharum complex and the genomic
footprints of evolution in the highly polyploid Saccharum genus. Nature Plants. 2023.

5. Duo Chen*, Qing Zhang*, Weiqi Tang*, Zhen Huang*, Gang Wang*, ..., Marc Van
Montagu*, Haibao Tang*, Yves Van de Peer*, Yougiang Chen*, and Jisen Zhang*. The
evolutionary origin and domestication history of goldfish (Carassius auratus). PNAS. 2020
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1.Yixue Bao, Qing Zhang, Jiangfeng Huang, et al, Baoshan Chen*, Xingtan Zhang*, Muging
Zhang*. (2024) A chromosomal-scale genome assembly of modern cultivated hybrid
sugarcane provides insights into origination and evolution. Nature Communication. 15: 3041.
2.Zhe Chai, Jinlan Fang, Cuilin Huang, et al Wei Yao*, Muging Zhang*. (2022) A novel
transcription factor, SCAIL1, modulates plant defense responses by targeting DELLA and
regulating gibberellin and jasmonic acid signaling in sugarcane. Journal of Experimental
Botany. 73(19): 6727-6743.
3.Meilin Li, Liya Xiong, Wenhan Chen, et al Muging Zhang*. (2024) VirB11, a traffic
ATPase, mediated flagella assembly and type 1V pilus morphogenesis to control the motility
and virulence of Xanthomonas albilineans. 25: e70001.
4.Abdullah khan, Syeda Wajeeha Gillani, Hongtao Jiang, et al Muging Zhang*. (2024) Combine
application of N and biofertilizers improved plant morphology and soil environment via regulating
rhizosphere bacterial community under sugarcane monocropping. 210(1):118074.
5.Shuang Wang, Kaiyuan Pan, Mingjing Liao, Xiaofeng Li, Muqing Zhang*. (2024)
Characterization of CBL-CIPK signaling networks and their response to abiotic stress in
sugarcane. 278(Pt 2):134836.
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1. Q. Zhang*, Y. Qi*, H. Pan®, H. Tang”, G. Wang, et al. (2022). Genomic insights into the
recent chromosome reduction and polyploidization of autopolyploid sugarcane S.
spontaneum. Nature Genetics. 54(6):885-896. doi: 10.1038/s41588-022-01084-1

2.J. Zhang #*, X. Zhang?, H. Tang*, Q. Zhang*, X. Hua, et al., (2018). Allele-defined
genome of the autopolyploid sugarcane Saccharum spontaneum L. Nature Genetics.
50(11):1565-1573. (B H & =; “FFE—1EH)

3. Y. Bao#, Q. Zhang#, J. Huang#, S. Zhang#, W. Yao, et al. (2024) A chromosomal-scale
genome assembly of modern cultivated hybrid sugarcane provides insights into
origination and evolution. Nature Communications, 15(1):3041. doi: 10.1038/s41467-
024-47390-6. (#FLFEIZE—E#)

4.D. Chen*, Q. Zhang"*, W. Tang”, Z. Huang™, G. Wang”, Y. Wang, J. Shi, et al., 2020. The
evolutionary origin and domestication history of goldfish (Carassius auratus). Proc Natl Acad
Sci US A . 2020, 117(47):29775-29785. doi: 10.1073/pnas.2005545117. (*3L[EZH—1E#H)

5. Q. Zhang?, X. Hua*, H. Liu*, Y. Yuan, et al. 2020, Evolutionary Expansion and Functional
Divergence of Sugar Transporters in Saccharum (S. spontaneum and S. officinarum). The
Plant Journal. 2021, 105(4):884-906. doi: 10.1111/tpj.15076. (35 —1E¥#)
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1. Zhao Yang, Schetelig M F, Handler A M*. Genetic breakdown of a Tet-off conditional lethality system for insect
population control. Nature Communications, 2020, 11(1). (— X)

2. Yang Hao, Li Sicheng, Yu Bo, Zhao Yang*. Function of STDNAJA1 and SfHSP68 in Temperature Stress Response and
Apoptosis in Fall Armyworm (Spodoptera frugiperda), Journal of Agricultural and Food Chemistry, 2025. (—[X)
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